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0] / xeesms

GenStar RERBEFNAERTIERE AR, 3 M-MLY #ITESXRTEEBIMNESHREREE, ERTEMRER.
58 RT-PCR X real time RT-PCR Z L6 S —5% cDNA & %o

%% R s
~REH 5 i B4 (¥

StarScript Il Reverse Transcriptase A231-01 2000 U 180
StarScript lll R¥%FEE A231-05 10000 U 780

StarScript Il R¥%:RE§ (Cat#A231)

+ RISEMR: OIS 37-65°CRELRE, EEE GC ERERNRFER RN

+ RYES: AIEMA 10 pg - 1 ug RNA IEIREITRER, REERRDETERER

+ IRIRFRBMRE: ERTARREYMRIER. LR RNA 1Rk

+ NAZ: aIAFERE cDNA E—5EM. miRNA R¥ER. RT-PCR. qRT-PCR FXL18

> BISREME

GenStar A231 ComT ComV
50°C 55°C  60°C 65°C 70°C 50°C  55°C 60°C 65°C 70°C 50°C  55°C  60°C 65°C 70°C

M 1122 33 4455 M M 11 22 33 4455 M M 11 22 33 44 55 M

LAKTE RNA J91&1R, 30 GenStar A231, Com V. Com T ERRIRE FHITRER. ERETR, StarScript Il RERRERMEE
759 50-60°C, £ 60-65°CE:R T, RERMEMT ComVH ComT, HMN_REMELNHRARAKSEE (60°C) #HTRERRMN

GenStar A231
-------- T T ISR Ctmean
0T et R2=0.996
wogon * " E=94.7% lug 17.82
ol & 100 ng 21.15
g e 10ng 25.1
e 1ug  100ng 10ng 1ng 100pg 10pg 1ng 28.6
<

100,000 { - :‘_,:,,// 100 pPg 32.34
T T e T 10pg 35.49

4=

X 1 ug/100 ng/10 ng/1 ng/100 pg/10 pg By Human RNA J9t&tR, EF GenStar A231 R¥ERE#H1T qPCRI&MN. ERET,
£ 10 pg-1 ug BSEEIN AR RIFIEMX R, A231 ATLUEMERIEE 10 pg B9 RNA 1RiR



> FRMBERFERFREE R

A -810 bp KE -1kb N -1 kb

M 1 2 3 4 5 1 2 3 4 5 1 2 3

JK#E -1 kb hEE -1.6 kb +5-25kb

3 4 5 1 2 3 4 5 M

M 1 2 3 4 5 1 2

1: ComT 2: ComV 3: ComZ 4: ComA 5: A231

LUFREMEEIRA RNA JiEHR, 2 3UER GenStar A231. ComT. ComV. Com Z #l Com A #{TREFRR N,
RN EXRBERNRFIHIT PCR I IEMIRMEE SR BK. L£RER, GenStar A231 EATARAMBRENERR LR

> FRFRAEERFFEMR

ACTB (&&RIE ) H1 (64% GC, &%) A2 (53% GC, EERIX)

g &b = & .

I-x
g = =

3
23.2

1 I
21.68

CT Mean

GenStar A231 ComT ComV ComZ

LUKFE RNA J9#81R, 236 GenStar A231. Com T. ComV. Com Z R¥ER/GE, MABERKTEHENERHIT qPCR &,
ZERETR, GenStar A231 WRAREKEFHNERARERERRLY, BMRF ComT. ComV. ComZ
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02 / cDNA E—sEa5;

GenStar cDNA 5—# G~ mbF T UREF. HFE, BARALRTEZEFEANRZR—EUTER, RFE
—F12F, BIRJSEIERELA DNA XBRF0 cDNA SRRERISER, AEHERARE =AY R ERALE.

FEmEIR ®"s A& BEN (¥ B=
StarScript Il RT Kit
Starscript Il RE AR AZ1410 - 100mxn 688 - [ 37-50°CAIE
StarScript Il RT MasterMix - fERAE
StarScript || RFERFURK A223-10 - 100mxn 688
StarScript Il RT Mix with gDNA Remover PN 4
StarScript Il # 52 DNA R 5 RFRI A224-10 100mxn 838 AERRA
StarScript 1l RT Kit A232-02  20rxn 228
StarScript Ill REFHAFHZ A232-10 100 rxn 088 - M52 37-65°CER
- EATS GC 11k
StarScript Ill RT MasterMix A233-02  20rxn 228 - REEES
StarScript Ill RERFGES A233-10 100 rxn 988
StarScript Ill RT Mix with gDNA Remover A234-02  20rxn 288 . )
StarScript IIl ZEE4H DNA REFERTVREL A234-10 100 rxn 1188 FRERE
StarScript Il All-in-one RT Mix with gDNA Remover A230-02  20rxn 288 + KBk gDNA SR EHF
StarScript Il —EEERARERTUR A230-10 100 rxn 1188 - ZEFAF cDNA ER—EK
StarScript Pro All-in-one RT Mix with gDNA Remover ~ A240-02 20 rxn 338 - RERUEES
StarScript Pro —E( EZEEAR ERFURRK A240-10 100 rxn 1568 - EEEEF cDNA ERR—E 1k
StarScript Il RT SuperMix for gPCR(with gDNA  x241.02 20 rxn 338
Remover) c A4 ARIR, RESMEES,
StarScript Il gPCR T AR ERBRIURR (EEEA EERBEMREL
a0 TR ( A241-10  100rxn 1568
StarScript Il miRNA RT Kit (by Stem-loop) A237-02  20rxn 238 [
StarScript Il MiRNA REFRIHFNZ (FIFX) A237-10 100 rxn 998 ZI4 microRNA B R
A238-02  20rxn 1538 + BNEE microRNA RER

StarScript Il miRNA RT Kit (by poly A)

StarScript Il miRNA RERiAFIE (NEZX) A238-10 100 rxn 6798 ’ é_ﬁl/;%ﬁ‘z poly(A) AIFEA cDNA




StarScript Il k¥ RE§E StarScript || R BRI ARKMRA. 5 StarScript Il R¥RE§HELL, StarScript Il
RERBABESNAREY, WFEFZREMIE GC EE2HIR, IERNEHEREMN cDNA, S5,
StarScript Il R¥%RE8 cDNA GREENIE R, IFEEGVERRURKE NEFRMIRER.

[l-T-E= i RS

StarScript Il RERIRAFIE A232

StarScript Il #8x=f¥tEL

WEREE

50°C, 15 min (* EZ1&iR 55-
60°C) SEMNERIFIEFHEE >
85°C,5min

EEb) FTEWA

+ StarScript lll Enzyme Mix

+ 2XStarScript Il Buffer

+ Primer Mix

* Nuclease free Water(DEPC-

treated)

StarScript Il R¥%FRFE? A233

50°C, 15-50 min (* EZ%1&#x 55-

60°C; qPCR, 15min) —
85°C,5min

* Nuclease-free Water (DEPC-

+ StarScript lll Enzyme Mix
+ 2XStarScript |1l Buffer (with

Primer) ##=F: qPCRIGQMI.
KRBT E (2

treated) A% /e N BYE] )

StarScript IIl ZEXH DNA

37°C,5min—

50°C, 15-50 min (* EZ%1&#y 55-

+ StarScript lll Enzyme Mix
+ 5XStarScript Ill Buffer

(with Primer)

B A234 . + gDNA Remover
TR °C; &
BFRARA] ggog’ Sqricirlf, 15min) - + 5X gDNA Remover Buffer
’ + Nuclease free Water(DEPC-
treated)
« StarScript Ill All-in-one RT
. Mix
37°C,2min — . .
StarScript Il —EWERRE  op0  50°C, 15min (* EAHIRIR 55- aﬁgtaésf”pt””“"'”'o”e
RERFURR 60°C; gPCR,5-10 min) — - No R# Ceontrol Mix
85°C, 2 min - Nuclease-free Water(DEPC-  #7: qPCR 1%l
treated) AlE: KAEYIG
- . (FERERRA
+ StarScript Pro All-in-oneRT 3 )
. Mix
37°C,2min— . .
StarScript Pro —E{ERER ), 50°C,5-15min (* AR 55 >X StarScript Pro All-in-one
St o RT Buffer
RERTUER 60°C) — .
85°C 2 min + No RT Control Mix
’ + Nuclease-free Water(DEPC-
treated)
+ gDNA Remover Mix
37°C, 5min— « 5XStarScript Il Mix (with = qPCR &M
StarScript Ill QPCR AR¥ER )4, 50°C, 15-50min (* EZ+1#1R 55- Primer) Al KAER

BLER (SEEAXRR)

60°C; qPCR, 15min) —
85°C, 55

+ 5XNo RT Control Mix
+ Nuclease-free Water (DEPC- [g])

( FEFE RN

treated)
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StarScript Il ZE XA DNA R¥%FRFURIAF (Cat#A234)
StarScript Il —"E¢EERERZERTUER (Cat#A230)
StarScript Pro — B EERARZERFUER (Cat#A240)

+ AREMR: OIS 37-65°CRMEE, &6/ GC EXERNREZR R

+ RYES: KFEE. EXERUERERER

4+ REFFEER: RMNAYEINE 5-15 min, BRI &MERE cDNA

+ RIREMMES . ERTFAEFFRIFHZ AL RNA iRk

4 B gDNA 8UR4F: & gDNA Remover, AJB 2R gDNA, PCR/qQPCR LIG4EREEH

4 RfEIRIE: —ENUFURKR (Cat#A230/Cat#A240) , —H12FEIA]5ERE gDNA EBRS cDNA &A%

> REREER

Amplification

RT 5min

W A240
A230

- 1000 ..M. .ComT

1500 L

RFi

11T I P SR S

; T
0 10 20 30 40
Cycles

Amplification

P o RFABMI R s svesie aremremn s e A R // e e
H A240 :
1500 + A230

W ComT
1000 .- snamrasasiteesifiondeseas s s sassasnd ]

RFU

500 +

T T T |
0 10 20 30 40
Cycles

LA 1ug 7K%% RNA J9i84R, 1/ A230. A240 1 Com T #{TR¥ER, RMNATES S 5min F 15min,
FX1SH9 cDNA #1T B-actin EE#Y qPCR I83E, A230 F1 A240 REEFREYHE Com T 1R



> REIRUERS

GenStar A240 Ampification Standad Curve
s R R?=0.996
N . EFf96=97.2%
2, w e
g N // ° \\\'o\ —
. Y. el
o — = 2 R
° K * ¢ ' ’ Log sertng ity ’ ‘
GenStar A230
) b w0 = Standard Curve
N 5 T . R2=0.988
g . T Eff%=116.7%
S S 20 Ty i
5 / 25 = T
‘ 0 10 -1 0 1 3 4 5 -
Cycles. Log Starting Quantity
ComT o
40 \ R
» T R2=0.994
: 8 Eff96=79.5%
i L% o
o —
; .
) S 9
0 10 20 30 0 1 2 3 4
Cycles. Log Starting Quantity
LUREMEN 1Lug. 100 ng. 10ng. 1ng7k#E RNA RiElR, 5 A240. A230. Com T #{TRER,
FX1SH9 cDNA #1T B-actin EEHI qPCR I8IE, A230 F1 A240 REBRMEYSTF Com T
» EIREFELH DNA MR
Amplification Melt Peak
25 E3
B EBILIR /NER gDNA 100ng
1w A0 / FOHMIBIR | 2263 | 2250
ol W A230 / 1 /) 5 /
<§ m ComT / //}’ g0 - : ) A240 28.56 29.04
= /) ot : j . A230 | 3108 | 3117
. /
YA | / ComT | 2945 | 29.16
- [ L ¥ + ¥ +
0 0 10 20 30 a0 65 70 75 80 85 920 95
Cycles Temperature, Celsius.

LA 100ng /)VE& gDNA J9#8tR, fEF A230. A240. Com T 3#4T gDNAJHfL, qPCRIIEHUEIR.
A230 gDNA SE1LEETIER5®, A240 F1 Com T gDNA SE{LEE/IMEE
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StarScript lll gPCR EARZERBEFURR (EEFEEERR) (Cat#A241)

+ RERENRE: MUNEFERAIMNREECERIRE, EAMRESZA Sug BIE RNA 1R,

<+ EMRFRAMT . KA StarScript Il BREREE, MIEMYF, AR 65°CRAE

B GC RE R - RN R EIREAS RITHHE .
+ ERERASE: EHSWEEMONA ERES, EBMER 200ng U EHEES DNA, ERHERLESR

BYFHLo

2, WIZYRsRR

+ BMEEE: BRAXBFSREIHUXA—ENLRT, GREXEIESN, RRTEREEZREHEE,

» qPCR &RIIE - S RIEREE
NE
Amplification MeltPeak Amplification Vet Feat
: GenStarA24l W 2000 ComA P S
1500 5 vvveee e t B
; L 1500 Ll
2 1000 1. E\'ﬁ
z : H Z 1000
H im /
500 F 800 L csvanindosaii dofifs L] (T—
L]
. LT EN, B i, il
0 10 ® n 1) 1] L) % 0 10 XZ{‘): \ 40
Temperature, Celsius. les
5ug 500ng 50ng 5ng 5ug 500ng 50ng 5ng
/\Z Total RNA GenStar A241 ComA
5ug 19.32 19.28 20.23 20.17
500 ng 22.63 22.68 22.72 22.55
50 ng 25.78 25.80 25.42 25.37
5ng 30.09 30.10 29.81 29.77
NRT NoCt NoCt NoCt NoCt

LU/VZ Total RNA (43819 5 pg. 500 ng. 50 ng. 5ng) A#EiR, A GenStar A241, Com A EBREF DNA F#HITRER, FH L 1ul
cDNA J9#81R, {£f GenStar A301 ##{T qPCR ¥1%, #&ill/\& GADPH £H, £RER GenStar A241 AJ AR S 5ug RNA 1R, EER
ERIRETETF Com A, TERRERIRETS Com A BY, BESHNREREE.

» qPCR &R - L RAVEEFEL DNA &&

Ampifcatin s

gx GenStar A241 p
5 L

mam—

e
//

Hela #0iE

|
|
w ComA
gan
S
FED
Sa
HEY
fig
i1z
ho
Reni

= x /,/A(J,{ i ' W f"‘““‘ \—
5ug 500ng 50ng 5ng 5ug 500ng 50ng 5ng

NRT

s - Hela £Hf Total RNA GenStar A241 ComA
a m GenStar A241 | 5ug 11.60 11.60 12.92 12.87
= ComA | 500 ng 1430 | 1432 | 1445 | 1448
, :;‘ET; wus | /) ‘ i 50 ng 17.77 17.78 17.90 17.94
s / y /11 ) 5ng 23.49 2351 23.55 23.56
:; 24 I 'ansiil NRT 35 35 31.02 | 3151

T T HRHARIR 17.78 17.82 17.78 17.82

@ Hela 488 Total RNA (5pg. 500 ng. 50 ng. 5ng) A53FUANN 500 ng 89 Human E[X4H DNA, fEF GenStar A241. Com A XpRE
[l DNA G TR 5, FLL 1ul cDNA RiER, fFA GenStar A301 #1T qPCR #1, il Human 902 EF, £RE7R GenStar A241
AIEMRER 5ug RNA 181k, AIEMERRSA 500 ng gDNA SR, RMUAESHNRERESN, TEAGRRNEERA DNA BN, BF
Com A,



StarScript Il miRNA REFRIAFIE ( =3I ) (Cat#A237)
StarScript Ill miRNA R¥ERIAFIZ ( MNEZE ) (Cat#A238)

miRNA BIKEEE 2 20 nt El 24 nt, F# qPCR ZRMEXMEFIZWN, Bal, FRAZIFEANMMEEHRTT
miRNA ¥ %, BEIN4AY miRNA cDNA, EIAE#1T qPCR #&37,

[N s
ZIfE %
5 3'
FZHMIRNA
Stem-loop RT Primer
5'% miRNA  3'pR 5' 5 3 5 . AR N
I L ——————— .
[T e T Poly AmiRNA ARARARAR......
3t 3'5 RER
i = ey 5 N 5' 3
miRNAS Z3£5 | 45K i B AMNEEXS StarScript || % R Es, fEfH AAAAAAAA.....
3
qPCR-F
I S
First strand 3! 5'
4_1 MiIRNA cDNA
Universal qPCR-R PCR
qPCRI& qPCR-F a
—_— 5'
3' <

Universal qPCR-R

ZIR7% vs IEE miRNA RERFIETEE

+ JEME: BEEE miRNA gPCR F if5|4), BIE20E % pre-miRNA T, AIEHRK D SERIERN
miRNA

+ RBES: StarScript Il R¥ZERES, AIXHMEZE 10 pg B total RNA HITRER

+ FRABE: AFIEPREA. NE. KEBAN U6 ABRERSIYH qPCR 5|4

4+ EAIZ: AEAT AR miRNA HRER

> REES

A237 REFENE A238 REXFEMIR
Amplification Amplification

3

——, y=-3.4107x+23.395
R= 0993

1500 L0

2
&1000 F T TP
0 =7 . .
0 10 20 30 40
Cycles Cycles
141 ug/100 ng/10 ng/1 ng/100 pg/10 pg Hela 4B total RNA HIRIR, X 1 ug/100 ng/10 ng/1 ng/100 pg/10 pg /IR total RNA Jt&tk, fiE

5/ A237 RERIG, B qPCR #&M hsa-mirl6-5p, A237 KA *d A A238 RERE, #T qPCR 1 mmu-mir21-5p, A238 siEBI%E
10 pg total RNA #{T R H 10 pg total RNA #{T R H



> EIRERM

A237 &HRE A%

Human-U6

Amplification

hsa-mirl6-5p

Amplification

hsa-mir221-3p

Amplification

25
1T 1l T 1 25 " -
1. R*=0.9988" 2017 R*=0.9987" Lo ds R?=09971
' E=89.3% | E=105.1%
E 15 . L E 15 E‘ - g T
E 10 E 10 E 10
5 T 5 I
0 . . 0 .
] 10 20 30 40 ] 10 20 30 40 o 10 20 30 40
Cycles Cyeles Cycles
Mouse-U6 mmu-mirl6-5p mmu-mir24-3p
Amplification Amplification Amplification
2000 ] 2000 2000
* R?=0.9994 reo L7 R2=0.9995¢ \eo 1 R2=0.9928
1s00 1 E=107.89 E=101.2% E=126.7%
2 100 1. £ 1000 J. 2 1000 1. T
500 < 500 BO0 ee e e b e
1] o T 0 i
o 10 20 30 40 ] 10 20 30 40 ] 10 20 30 40
Cycles Cycles Cycles
N
|
A238 t&HRE 1%
Human-U6 hsa-mirl6-5p
Amplification Amplification
2000 4 T
m A238 2090 1w A238
B ComK B ComK
1800 .. ...l
1500
2 1000 L . B :
o+ //////J. o : ]
0 10 20 30 40 o 10 20 30 50
Cycles Cyeles
Mouse-U6 mmu-mir24-3p
Amplification Amplification
W A238 so00 T.MA238 L
ComK ComK
1500 —+ 4
1500 1.
2 2 :
e 1000 4 ] e oagnon b ]
so0 Lo JE LS ] soo b 1
0 10 20 30 40 0 10
Cycles Cycles

LAREIRER Hela 402 RNA F/NER RNA J9t8itl, S50 A237. A238 HITRERE, #1TARE miRNA B qPCR 12l
HZRER, A237. A238 W RFE MiRNA RERMRIGERLF
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03 / —#3 RT-PCR

—Z7A RT-PCRIAFIE, FI¥F cDNA §aAl PCRIBTE— T RINARFTTM, BIOBRIRE, BRERERE
MISHRNE, RTRAFRNMARPERRAKT, MAEF RNAFSHEEMNEERESERERER cDNA F5,

FERE =S FAg BEMN (¥ =

StarScript lll One-Step RT-PCR Kit (Dye) A235-01  50rxn 338 - SOBER, PYEEEK
StarScript Il —#%3% RT-PCR A& (8 A235-04 200 rxn 1188 - cDNA &0 PCR ¥ 1 — e
StarScript I1l One-Step RT-PCR Kit A236-01  50rxn 338 . “ .
StarScript IIl —#7% RT-PCR A& A236-04 200 rxn 1188 CONA &RHI PCR iR — 52k
4 2{EE{E: cDNA &R0 PCR ¥ 187EE— R NIARNEN R SE%

4+ IYPES: KWNREDX 1pg 2 RNA

4+ BRERMET: EATA. MR, RBHRSZEARRERIRERN RNA 89 RT-PCR

4+ AESENTR SLGEE, PCR RIFYIA] LB EBIKQN

> RIRERME B 1EEESE

A235 ComV ComT
M 1 1 2 2 3 3 M 1 1 2 2 3 3 1 1 2 2 3 3
INERAFALR
-2.5kb

A235 ComV ComT

H3N2
-1.5kb

A235 ComV ComT

Hela
-810 bp

LUVER RNA (100 ng/10 ng/l ng) . REHEBREEAIRT (H3N2) RNA. Hela 488 RNA (10 ng/1 ng/100 pg) AiERHITRER.
SR ER, StarScript Il —%3% RT-PCRIZFIEERMURST BV ENES
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04 | xutsae:

B s FAg BRMN (¥
Nuclease-free Water (DEPC-treated) A220-10 1mlX10 50
TAZERES7K (DEPC 2b18) A220-50 50 ml 52
gDNA Remover Reagent )

FEFE4H DNA 371 A221-02 20 rxn 138
DNase | (RNase-free) i

BB | ERIBIES) A216-01 250U 340
Oligo18 (dT) Primer

Oligo18 (dT) 31# A212-105 Soul 0
Random Primer A212-106 50ul 70
BEH13 149 H

RNase H

SRS H A217-01 600 U 652
RNase Inhibitor (RNaseln) )

i EARG D) A218-01 2000 U 590
Thermolabile dsDNase

ERIITEE DNA A219-01 100U 320




FisR: AARMEXE GES5F, IF > 8)

1. Fangi Hu, Zian Pan, Chao Liu, et al. Identification of
inflammatory regulation roles of thalidomide/ruxolitinib
in nucleus pulposus and construction of polyelectrolyte
nanocomplexes-impregnated injectable hydrogels for
synergistic intervertebral disk degeneration treatment. Nano
Today. 2022 June;44:101462. IF=20.722

2. Na Yan, Bin Hu, Junchao Xu, et al. Stem cell Janus
patch for periodontal regeneration. Nano Today. 2022
February;42:101336. IF=20.722

3. Hongbo Liu, Shuailei Chang, Sijia Chen, et al. Highly
sensitive and rapid detection of SARS-CoV-2 via a portable
CRISPR-Cas13a-based lateral flow assay. J Med Virol.
2022;94:5858-58. IF=20.693

4. XiYang, Shi-Ting Wu, Rui Gao, et al. Release of
STK24/25 suppression on MEKKS3 signaling in endothelial
cells confers Cerebral cavernous malformation. JCI
Insight. 2023;8(5):e160372. IF=19.456

5. He Hanqing, Xu Panglian, Zhang Xiaofei, et al. Aging-induced
IL27Ra signaling impairs hematopoietic stem cells. Blood.
2020 July;136 (2): 183-198. IF=17.794

6. Xin Peng, Shaolu Zhang, Yingying Wang, et al. Stellettin B
Sensitizes Glioblastoma to DNA-Damaging Treatments by
Suppressing PI3K-Mediated Homologous Recombination
Repair. Advanced Science. 2023 January;10(3):2205529.
IF=17.521

7. Cheng-Qi Jia, Zhen Zhang, Shi-Qi Cao, et al. A biomimetic
gradient porous cage with a micro-structure for enhancing
mechanical properties and accelerating osseointegration in
spinal fusion. Bioactive Materials. 2023 May;23:234-246.
IF=16.874

8. Chenchen Peng, Yukun Shi, Shuo Wang, et al. Genetic
and functional characterization of multiple thermophilic
organosulfur-removal systems reveals desulfurization
potentials for waste residue oil cleaning. Journal
of Hazardous Materials. 2023 March;446:130706.
IF=14.224

9. Kong Ning, Yang Hang, Tian Run, et al. An injectable self-
adaptive polymer as a drug carrier for the treatment of
nontraumatic early-stage osteonecrosis of the femoral head.
Bone Research. 2022 March;10(28). IF=13.362

10. Wenying Zhang, Cong Tan, Haifei Hu, et al. Genome
architecture and diverged selection shaping pattern of
genomic differentiation in wild barley. Plant Biotechnology
Journal. 2023 January;21(1):46-52. IF=13.263

11. Chenglei Wu, Weixin Chen, Jincan He, et al. Interplay of
m6A and H3K27 trimethylation restrains inflammation during
bacterial infection. Science Advances. 2020 August;16(34).
IF=13.117

12. Yutian Liu, Siliang Zhang, Hongzhang Deng, et al. Lead
and copper influenced bile acid metabolism by changing
intestinal microbiota and activating farnesoid X receptor
in Bufo gargarizans. Science of Total Environment. 2023
March;863:160849. IF=10.753

13. Zhe Zhang, Yingying Wang, Qian Ma, et al. Biomimetic
carrier-free nanoparticle delivers digoxin and doxorubicin to
exhibit synergetic antitumor activity in vitro and in vivo.
Chemical Engineering Journal. 2021 February;406:126801.
IF=10.652

14. Jun Li, Yuhang Zhang, Ruirui Ma, et al. Identification
of ST1 reveals a selection involving hitchhiking of seed
morphology and oil content during soybean domestication.
Plant Biotechnology Journal. 2022 June;20(6):1110-1121.
IF=9.803

15. Li-duan Wang, Xiao-Ran Jiang, Jie Hou, et al. Engineering
Halomonas bluephagenesis via small regulatory RNAs.
Metabolic Engineering. 2022 September;73:58-69.
IF=9.783

16. Long Dan-dan, Zhang Yu-zhuo, Liu An, et al. Microglia
sustain anterior cingulate cortex neuronal hyperactivity in
nicotine-induced pain. Journal of Neuroinflammation. 2023
March;20(81). IF=9.587

17. Shichao Zhu, Xiyun Rao, Yude Qian, et al. Liver Endothelial
Heg Regulates Vascular/Biliary Network Patterning and
Metabolic Zonation Via Wnt Signaling. Cellular and Molecular
Gastroenterology and Hepatology. 2022;13(6):1757-1783.
IF=9.225

18. Yu Han, Yu Li, Zhiwei Zeng, et al. Resistance Mechanism
and Physiological Effects of Microcin Y in Salmonella
enterica subsp. enterica Serovar Typhimurium. Microbiology
Spectrum. 2022 December;10(6):e01859-22. IF=9.043

19. Wen Feng Chen, Xiang Fei Meng, Yin Shan Jiao, et al.
Bacteroid Development, Transcriptome, and Symbiotic
Nitrogen-Fixing Comparison of Bradyrhizobium arachidis
in Nodules of Peanut (Arachis hypogaea) and Medicinal
Legume Sophora flavescens. Microbiology Spectrum. 2023
January;11(1):e01079-22. IF=9.043
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